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2518 Practical Bioinformatics Course and
NGS Data Analysis

282[0] Introduction to R & RStudio

253[8] Working with Gene Expression Data

254[0] Differential Gene Expression Analysis

255E] Gene Set Enrichment Analysis

286[E Visualizing NGS Data Analysis
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Z7[0] Single Cell RNA-seq Data Analysis 258[0] Jessica Severin 54 BV EAFAT

£58[8] Special Lecture: Good Practices in
Bioinformatics
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_ _ _ differential expression in Seurat
Huma_nlzed Mice for StUC_'ymg normal 284[0] Introduction to scRNA-seq trajectory
and diseased blood and immune analysis using Monocle 3
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https://www.yokohama-cu.ac.jp
/amedrc/section/support/
bioinfomatics2.html
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