- 20165 E 520
INAF A ITARTADAES

integrative genomics viewerCIYVE I L= —4 U A& A[$R1ET 5




giy[al

¢ YOAMm10 RBARIFBDS— T REAUTVIARL

e bowtieZ{#>TSRR1805875MD T —4Z (A X&Hg/N) ZE<vEYT

e sam 7ML TH B



AN
5 9]
e sam>bam77AIL AL

e bamI77AILZEY—h

o indexZ1ERK

e integrative genomics viewer|Z7 w7 A—kK



samtoolsZ{E> Tsam—>bamZ #

e samtools
IVEVI LI=T—3% & ET5Y—I
http://samtools.sourceforge.net/ CEE

B — B

—

,“,,.m*..w....w..wm..,..ﬂ..." i



http://samtools.sourceforge.net/

samtools@cygwin TD A Ak—)L

o \)—RXd—Fsamtools-1.x.tar.bz2Z&F ) O—FfFET 5
e Cygwin terminal CHREL =74 ILF ~NT5 &)

* makeE A



sam—>bamZ #A

4 )
Cygwin ==
S cd work_space J
S samtools view —bS part_SRR1805875.sam > part_SRR1805875.bam J
N J

sam>bamZTNDER
samtools view —bS sam77 AL > bamTZ7AIL A&



bam2Z7AILDY)—k

4 )

Cygwin ==
S samtools sort part_ SRR1805875.bam part_ SRR1805875_sort J

Y—rDER
samtools sort bam 277 AL E V—rEDbam 774 )L (HhikF.bam#EL)



AT IIRIT7AILIERK

4 )
Cygwin ==
S samtools index part_SRR1805875 sort.bam J
N J
V—rDER

samtools index Y —kr & Dbam 77 A L& YLiEF.bamBY)

bamZ 74 JL£ .bam.baiELNVDBBIDA 2 TYIRIT7AILEERL TSNS



Integrative genomics viewer

6 [ Homs | Integratve = % g %

Genomics
) Viewar

1t Home lntegmtive
o Genomics
Viewer

What's New Clting IGV

September 2014, The IGY iPad app cannow be  To cite your use of 1GV in yeur publiz ation:
installed from tbe Apple App Sicee. 1GV for iPad
vt ge € that James T. Robinson, Helga Thervaidsdértir. Wenay Wintkler
v o y o Mitchell Gutiman, Enc 5. Lander Gad Gelz. 3P, Masinow
reipiar dyskiop I3V, Sou the . i Lirtegrative Cenooics Yiewss Mol Hotechnology 23

© 2013 Beoad Institute Tor details
wes T, Rgkansen, Jil P

Overview Mesica, |ntegrative Genomics Yot (IGY). high-
mm-nunm:ﬁwi:utmw .
sxploasion. 2200

e IMEgrative G«wmirsm{ll‘v: [LE ]
Fugh-pertcimanc e sisushzation lool for
irduractren axploration of large: mhegrated
genomic datasets | Suppors @ widk vanoly of
data types. including antay-based and nést-genocation
SHQUONEH B3a. and pEnomic annclabions

Downloads
Plstss sgales (o download IGV. A
ot

i ]
resion 16 use 1GV is granted under
The GAU LGPL |




Integrative
Ganomics Log In
Viowar

To ume 1GY, regriration is requied
Chek bt o register

Download==p- | i | o o

[ Docimments

faroag Hom
Cancat Proaram
RRRAD

2073 Broad Irstitule.




N

4
%
o

GANGHT Program

| e

& 23 Beoad Institute

0 DERE (el dw

Hame » Downioass

Downloads
Integrative Genomics Viewer (IGV] (Version 2.3)
Install IGV

Ciphons. for installing and ninning 1GY
1 iMac only ) Download and non the Mac applcation: o

2 (Al ystama] Use the Java Web Stan batlons (Mac users: $ea below for imaaticns |. or
3 (Al systems) Downlcad the binary detribution and un 1GY from tha command ine

1. Mac Application

app: ation
#. Mac wsers with Java § LIRE L(\lal\-wuuna\u Huwiwuuﬂmm or the Java
Wb Starr Aumans bafow

Dosrload and ot the Mac J\ppaﬂmn :md«mtlkals\f applz:nnon to il n». m
can be Java

2, Java Web Start
The buttors below une Java Wab Start (JWS) to instail and launch GV dinectly feom our web site

“Mat Users. The Javs Web Slarl cpbun does net work lor sure users dus | ly sellings.  The
% 10 1 1ha Bundiest Mac Agp from the ink v Altemateasly y o £3n Iy 1o work el hes 1y nulhch:klngnnltnl
buttens and saning the “jrip” fila. than nght-click on the Jrip” e and sefect "Cpon With Java Web Stat”

Chrome: Chrome. ses net aulematically launch the Java Wabstart files by defaut Imlm the launch butions. Iulwvw
downiaad 3 jrip” fie. Thes should appear o the dower leét comer of the becwser. Double-click the downloaded file
o0 3 Mac nght-chick and select "Open With Java Web Star”

Winelews ussra: Ynmnmmlﬂml2(‘-3{lmnmy\«mnwlnaIWMJh fstalts do nat
inclucde 88-bit tava by default, even if the aperating system ls &-bit :suuynm-rlamh
cptins with 326t Jirva wil resull in the ence “couid nol croate Vil

—— = S
Launch with 750 MB Lavreh wih 1.2 8 Launch with 2 GB Launch wih 10 G5
Mammum usable Maimum usable meencry | For lage

mamory memary
foe Windews. O with 12080 | for 326t MacCS mac hinas. with B4 Java
Java

3. Binary Distribution

Downlcadt and eeip The Bnary Senbubicn arthive in 2 Toles of your theesing. 1GY = Launc hea
frcen 3 command prompt - follow rststons in the “eadme” (nv To launch xgv on Mac of Linu
piatlorms use the shefl scrpt "igv-3h™. On Windows w3e "y bal

Igvtools

ilithes for preprocessing detn files.
= igviodls 2057260
Other GV Versions.

Dervalopment Snapshat Bulld  Latest development anapsihad el af least nighily.
fuchived Varslons

Source Code
Source code repository is hosted at Gitkul:
» bites ittt comgteamign!
Source distribusion archive:
L AR R
License
Fermission to use this wark is granted wnder the MUT Licenss




Wcasim (mm10) x Al - o B 4 - P E XD | =] 63|

ZEHRES

"""""" FPURTPEPRET SN TRTE TR SN DU F I TT U TR Y | P ST RO IR PR T PUNN SRY W (I 1 7Y ¥ IR I N GRS P 7 1 SRR 1T A T TE WA BT

)7L R




fileZrupload

e — o
Filg | Genomes View Tracks Regions Tools GemomeSpace Help
150 Fron Fkm *N, - « @ <« @@ x| =] B
Load from:
Load from Server. | L20C rACRIN saMEle information v

New Sesgion,.,

\ file A=—a1—

Load from File

ZER
74 ILEERLT7ZYTIO—F

NPPTTPRPRTY T TR TP M SUr 7 I T TP Y | W ¥t U [N PR T TR WAPY B D0 1 T RS I A SR TR 7 WIS ' RSP I T  YRO SPRrOT




B FATRER

=i
File Genomes View Tracks Regions Tools GencmeSpace Help

Mouse (mn 10} - chrl b LOEA0LA20-GEA0836E w B <« » &0 x 3 | E v #
ﬂ'l_\?mﬂ!_\_qm—m!_ A e & T — —— S—— L —— e Ty T g T

\ \ BETS

RERESEER 48 K £ DRSS 32 (chrlxooeyyyy)

i L. . e 5

Pan_ERRISOEITE_sart bam

27 BEEH DM A

........

|||||




TDF77A4ILDYERK

« IDF77AIL: 3T ERD/INAF)T7AIL
AEMNDLEERONOTON

run igvtoolsZE R

Bt SRRIBOSTS satham




igvtools

[Cammard Eounl gl
o File
Durigunt File

Gonome - |mmi0

TOF and Count sptions.
Zoom Levels 1 -
Window Functions.

=@ B

= Y AT

B0 kb
2570 smowm
1 L 1

000 ks
L

paa_SERABOAETE sar bam oo | (#2501

DA SEIUNSITS i Bam

igvtoolsD A k7 HEA<

CommandA*=1—




sort—>index—>count

e sam771IL%E&Y—k
714 )L4 .sorted.sam

e 1T VIREVER
J714 )L .sorted.sam.sai

e TDF7 74 ILE1ERK
J71 L4 .sorted.sam.tdf



ptma

FILNEL. & 2 a 2a - = L S . L. b & el

File Genomes View Tracks Regions Tools GenomeSpece Help

Masaze (men 1)

chel = | che [ EESIEME-06531208 w B o4 @M x 2|

= 5,0M5 bp
00 b 00 B 00 b 0000 b 30 0 b
1 1 1 1 1 1 1 1 | 1 a
] -
Pt SRAADGENTS sosed ram bof
] -
id_BRA1BOSETE sed bam Conf
.
pat_SRR1BOSITS sod bam
Pama

Ratieg ganes




FEH

e IYE T Lizsam74—< Yy DELFIIEERZsamtools Tham 77 A JLIZE #L
c AT VI REERL

 IGVIZZwTA—F, T—2%A[R1L

e igvtools Tsam 77 A ILEY —bk AT VI RVERK., tdf 7714 ILZ4ERK

« tdf 77AILEIGVIZ YT A—K ., 5]$]1t



	2016年度第2回�バイオインフォマティクス実習
	前回
	今回
	samtoolsを使ってsam→bam変換
	samtoolsのcygwinでのインストール
	sam→bam変換
	bamファイルのソート
	インデックスファイル作成
	integrative genomics viewer
	ダウンロードページ
	ダウンロードページ
	IGV
	fileをupload
	遺伝子名で検索
	TDFファイルの作成
	igvtools
	sort→index→count
	ptma
	まとめ

