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DNA sequence

length of genome : G
Hreads : N

length of each read : L
coverageC=(N XL)/G

GCTGATCGT
GATGCTAGCTGCT
ATCGAGCGCGATG
GCATCGATCGAGC
GCATGCCGCAT

AGGTGCATG

...AGGTGCATGCCGCATCGATCGAGCGCGATGCTAGCTGCTGATCGT...
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http://hgdownload.cse.ucsc.edu/goldenPath/mm10/chromosomes/chrl.fa.gz
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SRR IAILSE > bioinfojisyu > chrl.fa
part SRR1805875.fastq
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Bowtle

e http://bowtie-bio.sourceforge.net/index.shtml
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http://bowtie-bio.sourceforge.net/index.shtml

FASTQ format
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Burrows Wheeler transform

* The BWT applies a reversible transformation to a block of input text.
The transformation does not itself compress the data, but reorders it
to make it easy to compress with simple algorithms such as move-to-
front coding.

Burrows M, Wheeler DJ (1994) A block-sorting lossless data
compression algorithm. Technical report 124. Palo Alto, CA:

Digital Equipment Corporation.



Burrows Wheeler transform
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Burrows Wheeler transform
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Burrows Wheeler 1
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S mkdir work_space
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Sbowtie-build -f chrl.fa mm10_chrl J

o

bowtie-build -f U7 7LV RIT7AIVE AT IIRE

referenceD 4/ L\EE 5% Burrows-WheelerZE# & {F>TA o TYI AT S
mm10_chrl.1l.ebwt

mm10_chrl.2.ebwt

mm10_chrl.3.ebwt

mm10_chrl.4.ebwt

mm10_chrl.rev.1.ebwt

mm10_chrl.rev.2.ebwt
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