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FIMO

•  Find Individual Mo6f Occurrences 

•  Posi6on specific scoring matrixとして記述され
た既知のモチーフを、配列中から検索する
ツール 

•  hBp://meme.sdsc.edu 
    MEME suite の一部として利用可能



posi6on specific scoring matrix

MEME version 4
ALPHABET=ACGT 

strands:+ ‐
MOTIF mo6f.name.1

0 0 1 0
1 0 0 0
1 0 0 0
1 0 0 0
0 0 1 0
0 0 0 1



JASPAR database

hBp://jaspardev.genereg.net/



BRCA1 mo6f



BRCA1



BRCA1 Matrix

A 15 4 41 36 7 19 3
C 11 35 1 2 29 14 22
G 10 2 1 4 6 7 15
T 7 2 0 1 1 3 3



BRCA1 Matrix
A G C T

0.348837209 0.255813953 0.23255814 0.162790698
0.093023256 0.813953488 0.046511628 0.046511628
0.931818182 0.022727273 0.022727273 0.022727273
0.837209302 0.046511628 0.093023256 0.023255814
0.162790698 0.674418605 0.139534884 0.023255814
0.441860465 0.325581395 0.162790698 0.069767442
0.069767442 0.47826087 0.348837209 0.069767442



BRCA1 Matrix
MEME version 4
ALPHABET=ACGT 

strands:+ ‐
MOTIF BRCA1

letter-probability matrix:alength=4 w=7
0.348837209 0.255813953 0.23255814 0.162790698
0.093023256 0.8139534880.0465116280.046511628
0.931818182 0.0227272730.0227272730.022727273
0.837209302 0.0465116280.0930232560.023255814
0.162790698 0.6744186050.1395348840.023255814
0.441860465 0.3255813950.1627906980.069767442
0.069767442 0.47826087 0.3488372090.069767442



FAST sequence

>mm9_ct_UserTrack_3545_Ccnyl1 
AATTTTTAATTGAAGTAACAAGCCATTAATTTCAGTACTAGCTGCTGAT
TTCCCATCATATAGGTAAAAGTTGTTTCTACTGTGACCATCATTTCCTTC
TTCCATATCCTTTTTTTTTTTAAATCATGTCAGTGTTTCATTATGACTATG
CACATAGTTAGTTGCTGTCTTTTGTCTTCAGTGGTTTTGAATCTGAATTC 
TTCATGCCCTCTGGATGGATAACTTTTCCTGGCCCTATGAGC

>Sequence_Name 
配列



FIMO



FIMO



FIMO

メールアドレス

posi6on specific scoring  
matrix file

sequence data set



mo6f & data set

•  BRCA1 mo6f: “ACAACAC” 

•  130 配列 31460塩基 



result



result
Mo#f Sequence 

Name


Strand Start End p‐value q‐value Matched 
Sequence

BRCA1 mm9_ct_Us
erTrack_35
45_Rc3h1

+ 134 140 6.51e-05 1 ACAACAC

BRCA1 mm9_ct_Us
erTrack_35
45_Slc40a1

‐ 92 98 6.51e‐05 1 ACAACAC



result
>mm9_ct_UserTrack_3545_Rc3h1 
TAAATGAGTTTGATGAATATTTTCTGAAGAGCCCCAGTGTCATGTGA
TCATCTGCTGTTACCATCTGTTTGCACAAAGAGATTTTGCAGTTTTGC
AGGAAGTGCATCTAATTGGTATATTTTCACTTCCTTAAACAACACCCA
TTATCACTTGCAAGCTGATTATTCCTAGTCTTTGTTTTGTATTTTCAAC
ATGTAGACTACCGCAGGGAGAGCTTCTTCTCTGGTCATGTCTAAGGT
TCT

>mm9_ct_UserTrack_3545_Slc40a1 
CAGAGCCTTTCTGTTTCTTCTACAGATTACATCCTGAAATGAAAGCCC
CGGAAAACACAAGGAAGTGTGAGCAAGAACCAGGACTTATTATGTG
TTGTTAATTTTATCTAACAAAAGAGAACTGCTTTTTGTTTTGAATTCCT
CTATTCAGAGTTAGTTCAGGTAGCAAACTAACTCAGGGGATATGAAA
ACACATGACAGTCATATGGCAGAGGAAGTAAGCAAAGATTGCAAAA
TATCCT


